>Pel2_F
GCTGATACTGAGTAGCGCTCTTTGTTGGATTTCTCTGGARCTCCWCYRGAGGGT
GTGCTCTTCTGTCCTGTCTTTCTTTCATGTACTCCTAATCTGAATGATGTTTTGCC
TCAGGTTGCCGAGGAKCTCRRACTACRTTATGTTTTCCTCWGGASTAWCTCCTA
CCTCTCTCCSCTGGTGTCCCATGTTGGAAGGTGACAAAKARCAGARGAGAAAAK
ATCTTTTTAAAGCCWRCTTGAATTGTCTGGCCAAATCRASTGATTTTTTAMATTA
CCTTTAAWAAAATGCATCCTGTGATCCAGCTGGTGTAATATTTAKARTGTTGTTT
CTGTTCYAWMCARGCRTATTCGGCMTAACACTCAGGATTCCTCTCTGATCCTCC
TCTCTAACCTGTCCTGCMAAAMYTTCACTGTTCCTGAGAACTTCAGCG

>Pel2_R
GTCGACTAGAGAGGATCATGTTCTGTTACGACGAATCTGCCTGCTTTAAACACG
CTTCTGTGCATCCTGTCACCCCAACATGGATGCTGCATGCTCTTTTGTTTGKGTT
ATCTAGCATTCRCTTGAATTGGCCCATTAATTYAAAACTGGCTTTGTACATTTTGT
TTTCTCCTCTGCTCTTTGTCTCCCTACAATGAGAKACMCCYYCKKARARAGCGTA
AAGTTACACATGAKGAAAASACGCCKTAKACYAAGCTCTGCSGATGTTTTTAMGS
AATGACMTCMTTCTGATGTASCTGCGGCCCAGTTAAASATGAWCCCTGASCAGC
RMSGSCGCCGGAGGAACTCCMGATGAACTCTTAGKGTYCATCGCTTACTTCCTC
TCATCCTCCTCAATGAAGCCCYYCTTTGYCCGAAAACCCTCTTGTCCTGA



	>Pel2_F GCTGATACTGAGTAGCGCTCTTTGTTGGATTTCTCTGGARCTCCWCYRGAGGGTGTGCTCTTCTGTCCTGTCTTTCTTTCATGTACTCCTAATCTGAATGATGTTTTGCCTCAGGTTGCCGAGGAKCTCRRACTACRTTATGTTTTCCTCWGGASTAWCTCCTACCTCTCTCCSCTGGTGTCCCATGTTGGAAGGTGACAAAKARCAGARGAGAAAAKATCTTTTTAAAGCCWRCTTGAATTGTCTGGCCAAATCRASTGATTTTTTAMATTACCTTTAAWAAAATGCATCCTGTGATCCAGCTGGTGTAATATTTAKARTGTTGTTTCTGTTCYAWMCARGCRTATTCGGCMTAACACTCAGGATTCCTCTCTGATCCTCCTCTCTAACCTGTCCTGCMAAAMYTTCACTGTTCCTGAGAACTTCAGCG >Pel2_R GTCGACTAGAGAGGATCATGTTCTGTTACGACGAATCTGCCTGCTTTAAACACGCTTCTGTGCATCCTGTCACCCCAACATGGATGCTGCATGCTCTTTTGTTTGKGTTATCTAGCATTCRCTTGAATTGGCCCATTAATTYAAAACTGGCTTTGTACATTTTGTTTTCTCCTCTGCTCTTTGTCTCCCTACAATGAGAKACMCCYYCKKARARAGCGTAAAGTTACACATGAKGAAAASACGCCKTAKACYAAGCTCTGCSGATGTTTTTAMGSAATGACMTCMTTCTGATGTASCTGCGGCCCAGTTAAASATGAWCCCTGASCAGCRMSGSCGCCGGAGGAACTCCMGATGAACTCTTAGKGTYCATCGCTTACTTCCTCTCATCCTCCTCAATGAAGCCCYYCTTTGYCCGAAAACCCTCTTGTCCTGA

