
>M1_F
GAAWTWAAGKCTGAGTAGMCTCATATYGGTASMTTTCAWCYCMTCRGRAGMYS
KTGTMSCSTWCGGAGCATCTTTCTTTTGKCCGCCGGCAAWTCAAAATGATGTCA
MTGTTTCAAAGCATCCGATTACCTCTTGCTACCGGTTGTTCTCCTTGGGARTAAC
TCTATGCTCCCTCCTCTGGGATCTCAKGTTGTAAGGTGACARAGAGTACAGGAA
AAAACAAAACASCTATCYACTTCTTGAATTTGTTTTGCCCAATCAGTACCTTTTAT
TGTCTGACACWMTTTAMCTGGGASAAGTCTCWAAMKATCTTTTGGASATTACCG
TTACACRWGTGATCCTGCTGATGAAATATTCACAKGCATGTTTCTGTTCTAAAAA
TAAAGGCATATTCATCTTARAMCAKKAWTTCTCTCTGGTTCTCTTTTCCACACTG
TTCCTGCMTAACTTACTTCAT

>M1_R
GGGACGGAGGTGGCTGTGTYAGKATGAKATGCCTTTATTTTKARAACRSAAWCA
TGCCTGTGAATATTTCATCASCTTGATCACTTGTGTTTCKGTAATCTCCMAAASAT
CGTTTGARATTTCTCCCAKTTAAATTGATTCCACYATAAAAGGTACTTGATTGGG
CAAAACAACTTCAAGCTGGCTATTACTGTTCTGTTTTTTCCTCTACTTTTTGTCAC
CTTACTACATGAKATGCCATASGAGGGAACATARAGTTACTCCCACTGAGAACA
CCCGGTARCCCRASCTCCTCSGATGCTTTGAACCAATGACATCATTTTGATTTCC
CTGCGGCCGAAAGAAAKATGATCCCTACRCTACRASGGCTCCCGAGGAKATGA
RATCTACYRMAGGGTGCWTACTTCAKCTCATCCTCCTCMMTGAAKCCATCCTTG
YCCTGACTGA


